Key indicators: single-crystal X-ray study; T = 100 K; mean (C-C) = 0.005 Å; R factor = 0.034; wR factor = 0.081; data-to-parameter ratio = 12.5.
Related literature
For applications of the title complex and related structures, see: Castro et al. (1990 Castro et al. ( , 1991 Castro et al. ( , 1999 
Experimental
Crystal data [CuBr(C 20 Table 1 Hydrogen-bond geometry (Å , ). 
Comment
The new ligand bis(2-quinolylcarbonyl)diimide monoanion (BQCD), formed from the quinoliny derived reduced Schiff base 4-(quinolin-2-ylmethyl)aminophenol (R-QMAP), is an important compound widely used in biological applications such as an HIV-1 protease inhibitor and in coordination chemistry (Castro et al., 1990; Castro et al., 1991; Lebon et al., 1998; Castro et al., 1999; Calatayud et al., 2000; Vangdal et al., 2002; Carlucci et al., 2011) . In the synthesis of a compound from the reaction of CuBr with BQCD in ethanol with subsequent recrystallization from dimethylformamide generated the title Cu In the title mononuclear complex (Fig. 1) , the Cu II center is penta-coordinated with a distorted square pyramidal In the crystal, a weak intermolecular methyl C23-H···Br1 i interaction (Table 1) generates a chain structure extending along the c axial direction (Fig. 2) , and is further extended into a two-dimensional sheet structure lying parallel to (001) through aromatic C15-H···Br ii and formyl C22-H···O3 iii hydrogen bonds (Fig. 3 ). Also present in the structure is an intramolecular aromatic C20-H···O1 formyl hydrogen bond.
Experimental
A mixture of reduced Schiff base 4-(quinolin-2-ylmethyl)aminophenol ( i R-QMAP) (0.10 g, 0.40 mmol), copper(I) bromide (0.060 g, 0.40 mmol), ethanol (5 mL) were stirred vigorously for 30 min, the precipitate was filtered off and dissolved in dimethylformamide and kept for crystallization. Crystals suitable for X-ray analysis were obtained within a week by slow evaporation of the DMF solvent.
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Refinement
The H-atoms of the methyl group involved in the chain formation (C23) were located in a difference-Fourier and were fully refined. All other H-atoms were positioned geometrically and refined using a riding model with C-H = 0.93-0.96 Å and U iso (H) = 1.2U eq (aromatic C) or 1.5U eq (methyl C).
Figure 1
The molecular conformation and atom-numbering scheme for the title complex with non-H atoms drawn as 30% probability displacement ellipsoids.
Figure 2
The one-dimensional chain structure in the title complex extending along c, with weak C-H···Br hydrogen bonds shown as dashed lines.
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Figure 3
The two-dimensional structure viewed along the c-axial direction. 
